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MAPK Pathway Mutation Panel (EGFR, KRAS, BRAF):
Isogenic Cell Lines, FFPE Slides, Scrolls, andTissue Blocks
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Genomic DNA reference standards perform efficiently as reference material for qPCR applications:
* Ability to detect mutations using gPCR platforms
 Amplification efficiency close to 1
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Summary

J CRISPR/Cas9 is a powerful tool for isogenic cell line
engineering

d This approach can be used to introduce diverse
genetic variants, including precise point mutations,
insertions, deletions, and complex gene mutations.

[ Cell lines can be used as a starting material for
derivative products including genomic DNA, FFPE
blocks, matched frozen cell pellets, and others.

(J Molecular reference standards derived from these
cell lines provide a renewable source of consistent
and biorelevant specimens

1 The CRISPR/Cas9 platform enables rapid
development of cell line based reference materials,
and ASC plans to expand our panel by 200
mutations in 2017
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